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SEQ ID NO 1: Nlcotlana tabacum seedy 1 coding sequence 
(CDS0689) 

atgagtgtgttacaatacccagaagggattgacccagcagatgttcagatatggaacaatgc 
agcatttgataatggagattctgaagatttgtcttcgctgaaacgttcttggtctcctctga 
aacccctttcggttaggccatcagattcctttgaatctgatttgtcaagtaaggaaaatcaa 
actcctttatttgagaattcatctgttaatctctcatctccgttacccataaagccacttaa 
ccctaatggggctctggaaaattcaagactcaagccgaacaagcccaattccaaacagagtc 
ttgatgagatggcggctagaaagagcggaaagggaaatgatttccgtgatgagaagaaaata 
gacgaggaaattgaagaaattcagatggagattagtaggttgagttcaagattagaggcttt 
gagaattgaaaaggctgagaaaactgttgctaagactgttgaaaagcgaggaagggttgtgg 
cagcaaagtttatggagccaaaacaaagtgttattaagattgaagagcgtatatcaatgagt 
gcaagaacaaaggtggagcagagaaggggtcttagtttaggaccatctgagatttttactgg 
aacgcggcggcgagggttgagtatggggccatcagatattctagcagggacaacaaaggcac 
ggcaattgggaaagcaagagatgattattactcctattcagccaatacaaaacaggcgaaag 
tcgtgtttttggaagcttcaagagattgaagaagagggaaaaagttcaagccttagtcctaa 
atcaagaaaaactgctgcaagaacaatggttacaacaaggcaggcagttactacaattgcat 
caaagaagaatttgaaaaaagatgatggacttttgagttcagttcagccaaagaagttgttt 
aaagatctcgaaaagtctgctgctgctaataagaagccccagaggccggggagggttgtggc 
tagtaggtataatcagagtacaattcagtcatcagtagtgagaaagaggtctttacctgaaa 
atgataaggatgagagtaagagaaatgataagaaacggtcgttatctgtagggaaaacgcgt 
gtgtctcaaactgagagcaagaatttgggtactgaaagtagggtgaaaaagagatgggaaat 
tcctagtgagattgtagttcatggaaacacagagagtgagaaatctccactaagcattattg 
tgaagcctgatttgcttccgcgaattaggattgctcggtgtgtgaatgagactcttagggat 
tctggacctgctaaaagaatgatagagttgataggcaagaaatcgtttttcagtagtgatga 
agataaggagccacctgtctgtcaagttttaagttttgcagaggaagatgctgaagaggaat; 
aa 



SEQ ID NO 2: Nlcotlana tabacum seedyl protein (CDS0689) 

MSVLQYPEGIDPADVQIWNNAAFDNGDSEDLSSLKRSWSPLKPLSVRPSDSFESDLSSKENQ 
TPLFENSSVNLSSPLPIKPLNPNGALENSRLKPNKPNSKQSLDEMAARKSGKGNDFRDEKKI 
DEE IEE IQME I SRLS SRLEALRI EKAEKTVAKTVEKRGRVVAAKFME PKQSVIK IEERI SMS 
ARTKVEQRRGLSLGPSEIFTGTRRRGLSMGPSDILAGTTKARQLGKQEMIITPIQPIQNRRK 
SCFWKLQEIEEEGKSSSLSPKSRKTAARTMVTTRQAVTTIASKKNLKKDDGLLSSVQPKKLF 
KDLEKSAAANKKPQRPGRWASRYNQSTIQSSWRKRSLPENDKDESKRNDKKRSLSVGKTR 
VSQTESKNLGTESRVKKRWEIPSEIWHGNTESEKSPLSIIVKPDLLPRIRIARCVNETLRD 
SGPAKRMIELIGKKSFFSSDEDKEPPVCQVLSFAEEDAEEE 
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SEQ ID NO 3: Oryza sativa seedy 1 coding sequence 

atggaggaggacccgctcatcccgctggtccacgtctggaacaacgccgccttcgacgactc 
ctcgtgttccagatcggcttggctcccccaaagccccgccgtcgcggccgtccgcaagggcg 
acaaggagaatcaccgccccgaggttgttgatgtcgccgccggctacgacgtcgaggccgag 
atcggccacatcgaggcggagatcctgcgcctctcgtcccggctccaccatctccgcgtctc 
caagcagccggagcccaaccgcgacgacgctccgatgggggagatggtcgcgaaggtgaggc 
cccggccgaggggcctcagcctcgggcccctggatgtgatctccatcgtcaatcgtgagaag 
catccgctgcgcaccaagcagcctccggcgacgcggggcagggggctcagcctcgggcccat 
ggagatcgccgcggcgaaccctagggtgcccgcggcggcgcagcatcagcaacagcaacgcg 
ctggcacggcgcggatcctgaagccaatcaaggagcctccggtgcagcgtcgcaggggcgtc 
agcctcgggccgttggagatccaccacggcgtcggcagcaaggcaccagcggcggcgcgagc 
caagccgttcaccaccaagctcaacgccattcgagaagaaacccgaccctccaagcaattcg 
ccgtccccgccaagccatggccgtcgagcaatacaaggcagacactggactcgaggcaagga 
acagcagcaagtcgagcgaaggcgaggagcccgagccccaggcccaggaggcaatccaatgg 
caaggctactgacacaaggggaggcaacaaggtggtggatgagctcaagcccaaaggtgcgt 
cgtcaagtcagagcggcagcgccgccgccgccgccactgccaagaggatggcggggagctcc 
aagatgagggtcatcccgagccgctacagcctcactcctggcgcttcccttggaagcagtgg 
agcacaggagaggcgacgcaagcagtctctcccaggatcatcaggggatgcgaaccagaatg 
aggaaatcagagcgaaggtcatcgagccttccaatgatccactctctcctcaaacgatctcc 
aaggttgctgaaatgctcccaaagatcaggaccatgccgcctcctgacgagagccctcgcga 
ttccggatgcgccaagcgggttgccgaattggtcgggaagcgctcgttcttcacggctgcag 
ccgaggacgggcgggcgctcgacgtcgaagcacccgaggcggtcgcagaagcttgagatgaa 
ccaccatggtttgatccgttccttccatcagctc 



SEQ ID NO 4: Oryza satlrra seedy 1 protein 

MEE DPL I PLVHVWNNAAFDDSSCSRS AWLPQS PAVAAVRKGDKENHRPEVVDVAAGYDVEAE 
IGHIEAEILRIiSSRIiHHLRVSKQPEPNRDDAPMGEMVAKVRPRPRGLSLGPLDVISIVNREK 
HPLRTKQPPATRGRGLSLGPMEIAAANPRVPAAAQHQQQQRAGTARILKPIKEPPVQRRRGV 
SLGPLEIHHGVGSKAPAAARAKPFTTKLNAIREETRPSKQFAVPAKPWPSSNTRQTLDSRQG 
TAASRAKARSPSPRPRRQSNGKATDTRGGNKWDELKPKGASSSQSGSAAAAATAKRMAGSS 
KMRVIPSRYSLTPGASLGSSGAQERRRKQSLPGSSGDANQNEEIRAKVIEPSNDPLSPQTIS 
KVAEML PK I RTMP P P DE S PR D S G C AKRVAE L VGKRS F FT AAAE D GRAL D VEAPE AVAE A 
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SEQ ID NO 5: M&dlcago trvmculata seedy 1 encoding sequence 

aaaaacgttaaggactaaaaatataataaaatttaagtagggattcataatggaagcacccc 
tatttacagggatcttaaatataattaaccctaatatttatgacagaaacccttttgaaatc 
acatcggagcgtgtatgagtagccgtttcacatccaacggccagtaagagcgtaactttatt 
tcttccctcttcaatctccaacggtcacataatctcttccaaatacaaataattccctcttt 
caacctcactcttcatttcttcaacccaaacccaaaaaactaatcagattcttcttaaatct 
tgaaacctttctcccaaaagcacttaaataaaaaagcacttaaccatgaataacacaaacaa 
caacaacattcttcttcattccacacaggttcaagtgtggaacaacgcagcattcgatggtg 
aagatttcgccatgaattcatcttctgattccatcaaagagaatctaaacccatccgcattc 
aacattgttccttcttcaaacaaaagaactattgatgatgaaattgcggaaattgaaagtga 
aattaagcgattaacttcgaagctggaattgcttcgtgttgaaaaagctgaaagaaaaatcg 
cttctgaaaagcgtgttagtggaattggtactggaagaatagtagcagcgaagtttatggaa 
ccgaagaaaaacgttacaccgaaacgaaacggtgtcgttttcaaggaggagacaccgaaacg 
aaacggtgtcgtttcggatacgccgaaatctagggttaattggagaagagggatgagtttag 
gtccgatggagattgccgggaaagtgatggcaccgccggcgatgacgattactccggcgacg 
gtgaatcggaggaagtcttgtttctggaaaccgcaggaaagttgtgaagtaatgccgtcggg 
gattactccggcgacggtgaataggaggaaatcttgttttttgaaacctcaagaaagttgtg 
aagaaaatcgaagaaaaacgatttgcaaaccgaatttgaatttgaattcaaattcagttaat 
tctgcggttggatcgattaagcgtgtgaagaagaaagatgaagaaattgctcaggttcaacc 
gaagaagctgtttgaaggtgaaaaatcagtgaagaaatcgttgaaacaaggtagaattgttg 
caagccggtataattccggtggtggtggtggtgatgcgaggaaaagatcgttttcggagaat 
aataagggtttagggagtgaaatcagggctaagaagagatgggagataccaattgaagaagt 
ggatgtgagtggttttgttatgttaccgaagatttcgacaatgaggtttgttgatgagagtc 
ctagagattctggtgctgttaaaagagttgctgaattgaatggaaaaagatcttacttttgt 
gatgaagatgaggaggagagagtgatggtggaggaagaaggtggttctgtttgtcaggtttt 
gaattttgctgaagatgatgatgatgatgatgattatggtgaacaagggtaattgtggaaat 
tggaattgatttgtttttgtggggttgtgtggaactggctatgttctgcttgattcttttgc 
attttggtgtgaaactaaagatgaggtgaaaagtttatgcttgttaaattggattggtttat 
atgttttgaaataataacaacaagcatgtgtcttgcttaataattgtatattgttttgtttg 
ttttataatgatatggatttaatttgtatacacaatataatatagtatgcattgagagagtt 
tttcgttcagtattcattctgattttagtgtttatctcattctagaagattgtattttgttg 



SEQ ID NO €: Medlcago trunculata. seedy 1 protein 

MNNTNNNNILLHSTQVQVWNNAAFDGEDFAMNSSSDSIKENLNPSAFNIVPSSNKRTIDDEI 
AEIESEIKRLTSKLELLRVEKAERKIASEKRVSGIGTGRIVAAKFMEPKKNVTPKRNGWFK 
EETPKRNGWSDTPKSRVNWRRGMSLGPMEIAGKVMAPPAMTITPATVNRRKSCFWKPQESC 
EVMPSGITPATVNRRKSCFLKPQESCEENRRKTICKPNLNLNSNSVNSAVGSIKRVKKKDEE 
IAQVQPKKLFEGEKSVKKSLKQGRIVASRYNSGGGGGDARKRSFSENNKGLGSEIRAKKRWE 
IPIEEVDVSGFVMLPKISTMRFVDESPRDSGAVKRVAELNGKRSYFCDEDEEERVMVEEEGG 
SVCQVLNFAEDDDDDDDYGEQG 
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SEQ ID NO 7: Saccharum sp. encoding sequence (partial 5' end) 

Cgcaccgcgagtttcgaaaaaccaacctatcgcgcctcagatcacgcgaggacgcgagggga 
agcaggaatccctccgctcccagccgcctcctccgctcacccatcgatcgatcgtccgtccg 
gtccagggggctctccggcggcggtggcgatggaggaggacccgctcatcccgctggtgcac 
gtctggaacaacgccgccttcgaccacgcctcctcctccgcgtggcacgcccactcccctgt 
gcccgcgagcgcacgtcgcgaggcggagggggacaaggagaaccaccgccccgaccccgacc 
ccgacgtcgaggcggagatcggccacatcgaggcggagatcctgcgcctgtnctcccgcctn 
caccaccttcgcacctccaagcagtcggagccgtccaagcgcggagaggtcgcgcccgcgcc 
cgcggcgaaggcgaaagcggcggcggcggcgcggctgcggacgcgggggctcagcctgggcc 
cgctcgacgtcgccgctgccggtaaccccaacccgctcaccaccgacaaccagcagcagcag 
ccgcgtgccgcgcagggtctgaagccgatcaagcaggccacggcggcggcgggcaagggcgt 
aagacttgggccccttcgacatggtcggcgcgaaccctagggtccctccgcccn 

SEQ ID NO 8: Saccharum sp. seedy 1 protein (partial N-term) 

MEEDPLIPLVHVWNNAAFDHASSSAWHAHSPVPASARREAEGDKENHRPDPDPDVEAEIGHI 
EAEILRLXSRLHHLRTSKQSEPSKRGEVAPAPAAKAKAAAAARLRTRGLSLGPLDVAAAGNP 
NPLTTDNQQQQPRAAQGLKPIKQATAAAGKGVRLGPLRHGRR 



SEQ ID NO 9: Zea Mays seedy 1 encoding sequence (partial 3' end) 

ccacgcgtccggccgttcgagaggaggaaggccagcgttccaaggagcacgccgtccccgcc 
agaccgtggccatccagcaatgccaggcacccactggatgccaggcaaggcaccgcagcaag 
cagagccaaggcgaggagcgggagcataagccccagcaggttcaggaggcagtccacttcca 
aggctgccgagacaagagcgggaaatgccaagcctacagaggcgacgaggggagggagcgaa 
gcggtcaatcacaccagcaatgtagccacgacgaagaggccggcggggagctccaaggtcag 
ggttgtcccgagccgctacagcatcccacctggctcctccctagcagctgtgacacaaggca 
accgatgcaagcagtctctcccaggatcggctactgagaccagagtaaatctcactgagccg 
ccgaacgacgagttgtctcctgaagaacttgccaaggttgcagagctgctcccaaggattag 
gaccatgccgccttctgatgagagcccgcgtgactcgggatgtgccaagcgtgttgctgatt 
tggtcgggaagcgatccttcttcactgctgcaggggacgatggcaatctcgttacgccctac 
caggcacgggtggttgaacttgaatcacccgaggcagcagcagaagaagcagaagcttgaga 
agtttgtctttgatcaattccgaagtggcttgcatctgggcgtggcctctttttgcagtgtg 
tgctactacatagtctactgttacattcatatcatatcacatttcctattttttcccccttg 
agacattgcttagtacttttgtgttgccttgtgaaaagagagtggaaggttcatctgctgat 
nccttgtt 



SEQ ID NO 10: Zea Mays seedyl protein (partial C-term) 

TRPAVREEEGQRSKEHAVPARPWPSSNARHPLDARQGTAASRAKARSGSISPSRFRRQSTSK 
AAETRAGNAKPTEATRGGSEAVNHTSNVATTKRPAGSSKVRWPSRYSIPPGSSLAAVTQGN 
RCKQSLPGSATETRVNLTEPPNDELSPEELAKVAELLPRIRTMPPSDESPRDSGCAKRVADL 
VGKRS FFT AAG DDGNL VT P Y QARWE LE S PE AAAEE AE 
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SEQ ID NO 11: Arabidoapla thallana seedy 1 coding sequence 

atgacatcaattgaggcaacagaaacgcttaacgctcctccaaagcttcagatctggaacaa 
cgctgccttcgacgatggagattctcaaatcacttccgccatcgaagcttcttcttggtctc 
acctcaacgaatcattcgattccgattgtagcaaggagaatcagtttccgatttcggtttcc 
tcttcgctccaatcctcagtctcgatcaccgaagctccgtcagcaaaatccaagaccgtgaa 
gaccaaatccgccgcagatcggagtaaaaagcgagatatcgatgcagagatcgaagaagtag 
agaaggagatcggacgattatcgacgaaattggagtcgctccgattagagaaggcggagcaa 
accgcaagaagcattgctatacgtggaagaatcgttccggcgaagttcatggaatcatctca 
gaaacaagtgaaattcgacgattcgtgttttacaggatcgaaatcaagagccactcgtagag 
gcgttagtcttggaccagcggagatattcaattccgcgaagaaatctgaaactgtgactcct 
cttcaatcagctcagaatcgacgcaagtcttgtttctttaagcttcctggaatcgaagaagg 
tcaagtgacgacacgaggtaaaggaagaacgagtttgagtctgagtccgagatctcgcaaag 
cgaaaatgacggcagctcagaagcaagcagctacgacggtggggtcaaagagagctgtgaag 
aaagaagaaggagttctcttaacaatccagcctaagaggctattcaaagaagatgaaaagaa 
tgtttctttaaggaaaccattgaaaccaggaagagttgtggctagtaggtacagtcaaatgg 
gtaaaacgcagactggagagaaagatgttaggaaaaggtcgttgcctgaggatgaagagaaa 
gagaatcataagaggtcggagaagagaagagcttctgatgaaagtaacaagagtgaagggag 
agtgaagaagagatgggagattccaagtgaagttgatctgtatagcagtggtgagaacggtg 
acgagtctcctatagttaaggagctacctaagatcagaacgcttcgtcgtgtgggagggagc 
cctcgtgattcaggtgctgctaagagagttgcagaattacaagccaaggatcgtaacttcac 
tttttgccagcttctgaagtttgaagaatgaatgatccgcttatcaatttgagtaaaatcca 
caactcttgttgtggtt 



SEQ ID NO 12: Arabidospla thaliana seedyl protein 

MTSIEATETLNAPPKLQIWNNAAFDDGDSQITSAIEASSWSHLNESFDSDCSKENQFPISVS 
S S LQS S VS I TEAPS AKS KT VKTK S AADRSKKRD I DAE I EE VEKE I GRL S TKLE S LRLEKAEQ 
TARSIAIRGRIVPAKFMESSQKQVKFDDSCFTGSKSRATRRGVSLGPAEIFNSAKKSETVTP 
LQSAQNRRKSCFFKLPGIEEGQVTTRGKGRTSLSLSPRSRKAKMTAAQKQAATTVGSKRAVK 
KEEGVLLTIQPKRLFKEDEKNVSLRKPLKPGRWASRYSQMGKTQTGEKDVRKRSLPEDEEK 
ENHKRSEKRRASDESNKSEGRVKKRWEIPSEVDLYSSGENGDESPIVKELPKIRTLRRVGGS 
PRDSGAAKRVAELQAKDRNFTFCQLLKFEE 
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SEQ ID NO 13: Sequence of the [PRO0090 - CDS0689 - terminator] 
expression cassette 

cttctacatcggcttaggtgtagcaacacgactttattattattattattattattattatt 
attttacaaaaatataaaatagatcagtccctcaccacaagtagagcaagttggtgagttat 
tgtaaagttctacaaagctaatttaaaagttattgcattaacttatttcatattacaaacaa 
gagtgtcaatggaacaatgaaaaccatatgacatactataattttgtttttattattgaaat 
tatataattcaaagagaataaatccacatagccgtaaagttctacatgtggtgcattaccaa 
aatatatatagcttacaaaacatgacaagcttagtttgaaaaattgcaatccttatcacatt 
gacacataaagtgagtgatgagtcataatattattttctttgctacccatcatgtatatatg 
atagccacaaagttactttgatgatgatatcaaagaacatttttaggtgcacctaacagaat 
atccaaataatatgactcacttagatcataatagagcatcaagtaaaactaacactctaaag 
caaccgatgggaaagcatctataaatagacaagcacaatgaaaatcctcatcatccttcacc 
acaattcaaatattatagttgaagcatagtagtaatttaaatcaactagggatatcacaagt 
ttgtacaaaaaagcaggctggtaccggtccggaattcccgggatatcgtcgacccacgcgtc 
cgctgacgcgtgggttccactacatcaagacatctactacactcatcttttttgcacttatt 
gggtgtaaatttttgaaacccagttgagaaaaatgagtgtgttacaatacccagaagggatt 
gacccagcagat:gtt:cagatatggaacaat.gcagcatttgataatggagattct:gaagattt 
gtcttcgctgaaacgttcttggtctcctctgaaacccctttcggttaggccatcagattcct 
ttgaatctgatttgtcaagtaaggaaaatcaaactcctttatttgagaattcatctgttaat 
ctctcatctccgttacccataaagccacttaaccctaatggggctctggaaaattcaagact 
caagccgaacaagcccaattccaaacagagtcttgatgagatggcggctagaaagagcggaa 
agggaaatgatttccgtgatgagaagaaaatagacgaggaaattgaagaaattcagatggag 
attagtaggttgagttcaagattagaggctttgagaattgaaaaggctgagaaaactgttgc 
taagactgttgaaaagcgaggaagggttgtggcagcaaagtttatggagccaaaacaaagtg 
ttattaagattgaagagcgtatatcaatgagtgcaagaacaaaggtggagcagagaaggggt 
cttagtttaggaccatctgagatttttactggaacgcggcggcgagggttgagtatggggcc 
atcagatattctagcagggacaacaaaggcacggcaattgggaaagcaagagatgattatta 
ctcctattcagccaatacaaaacaggcgaaagtcgtgtttttggaagcttcaagagattgaa 
gaagagggaaaaagttcaagccttagtcctaaatcaagaaaaactgctgcaagaacaatggt 
tacaacaaggcaggcagttactacaattgcatcaaagaagaatttgaaaaaagatgatggac 
ttttgagttcagttcagccaaagaagttgtttaaagatctcgaaaagtctgctgctgctaat 
aagaagccccagaggccggggagggttgtggctagtaggtataatcagagtacaattcagtc 
atcagtagtgagaaagaggtctttacctgaaaatgataaggatgagagtaagagaaatgata 
agaaacggtcgttatctgtagggaaaacgcgtgtgtctcaaactgagagcaagaatttgggt 
actgaaagtagggtgaaaaagagatgggaaattcctagtgagattgtagttcatggaaacac 
agagagtgagaaatctccactaagcattattgtgaagcctgatttgcttccgcgaattagga 
ttgctcggtgtgtgaatgagactcttagggattctggacctgctaaaagaatgatagagttg 
ataggcaagaaatcgtttttcagtagtgatgaagataaggagccacctgtctgtcaagtttt 
aagttttgcagaggaagatgctgaagaggaataatgtgtaataaagggagctgctaactctt 
ttcatgctctttcaattttcaatcctgccttttaatttttgttcattcgtgccttttaattg 
aatggggaagcattcttttgcttcctcaaactggtattctagcttctgaattacattgtatg 
gtacaatatgaataaggttttgtcttccggcaggttgtccaagttagtttttagcttaaaat 
agatgcggcagcggccgctctagagtatccctcgaggggcccaagcttacgcgtacccagct 
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ttcttgtacaaagtggtgatatcacaagcccgggcggtcttctagggataacagggtaatta 
tatccctctagatcacaagcccgggcggtcttctacgatgattgagtaataatgtgtcacgc 
atcaccatgggtggcagtgtcagtgtgagcaatgacctgaatgaacaattgaaatgaaaaga 
aaaaaagtactccatctgttccaaattaaaattcattttaaccttttaataggtttatacaa 
taattgatatatgttttctgtatatgtctaatttgttatcatccgggcggtcttctagggat 
aacagggtaattatatccctctagacaacacacaacaaataagagaaaaaacaaataatatt 
aatttgagaatgaacaaaaggaccatatcattcattaactcttctccatccatttccatttc 
acagttcgatagcgaaaaccgaataaaaaacacagtaaattacaagcacaacaaatggtaca 
agaaaaacagttttcccaatgccataatactcgaac 



SEQ ID NO 14: rice pro 1 ami n RP6 promoter sequence 

ccttctacatcggcttaggtgtagcaacacgactttattattattattattattattattat 
tattttacaaaaatataaaatagatcagtccctcaccacaagtagagcaagttggtgagtta 
ttgtaaagttctacaaagctaatttaaaagttattgcattaacttatttcatattacaaaca 
agagtgtcaatggaacaatgaaaaccatatgacatactataattttgtttttattattgaaa 
ttatataattcaaagagaataaatccacatagccgtaaagttctacatgtggtgcattacca 
aaatatatatagcttacaaaacatgacaagcttagtttgaaaaattgcaatccttatcacat 
tgacacataaagtgagtgatgagtcataatattatttttcttgctacccatcatgtatatat 
gatagccacaaagttactttgatgatgatatcaaagaacatttttaggtgcacctaacagaa 
tatccaaataatatgactcacttagatcataatagagcatcaagtaaaactaacactctaaa 
gcaaccgatgggaaagcatctataaatagacaagcacaatgaaaatcctcatcatccttcac 
cacaattcaaatattatagttgaagcatagtagtagaatccaacaaca 



SEQ ID MO 15: Motif 1 CORE SEQUENCE 

WXNAXXD 



SEQ ID NO 16: Motif 2 CORE SEQUENCE 

KENXXP 



SEQ ID NO 17: Motif 3 (coiled coil) CORE SEQUENCE 

EXi- 6 EXXRLXXXLXXLR 



SEQ ID NO 18: Motif 4 CORE SEQUENCE 

LPXIXi-aoRDSGXXKRXi-eK 
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